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“Emphysema is a major pathologic characteristic of chronic obstructive pulmonary disease (COPD). 
Epigenetic regulation in the lung (i.e: DNA methylation) may help to identify genes that contribute to the 
pathophysiology of COPD. We aimed to investigate the lung epigenetic profile that is associated with 
centrilobular emphysema (CLE) and pan-lobular emphysema (PLE). We found that emphysema 
drastically alters the lung DNA methylation profile of CLE and PLE.  This research suggests that 
methylation changes can affect the expression of genes that may significantly contribute to COPD 
pathophysiology. Also, we have found biologic pathways enriched by differentially methylated genes, 
these pathways could be altered in COPD patients. Lastly, we identified novel genes, such as PM20D1 
whose biology should be further explored in relation to COPD pathophysiology. Whether differential 
methylation associated with CLE and PLE can be targeted therapeutically in the future to mitigate COPD 
remains an important question to answer.” 
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