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“The epigenetic clock is an aging biomarkers which leverages age-informative CpG sites and a mathematical 
algorithm to accurately predict epigenetic age. Epigenetic age acceleration (predicted age > chronological age) has 
been associated with the development of phenotypes such as asthma. The Horvath epigenetic clock is a commonly 
used age prediction algorithm consisting of 353 age-informative CpG sites identified using predominantly adult 
methylation array data. In this study, we assess the accuracy of the Horvath age prediction algorithm in 
methylation sequencing data from mostly pediatric samples as well as its utility as a quality control metric. In 
addition, we aim to identify novel age-informative CpG sites and develop a and more precise epigenetic clock that 
will aid in the investigation of epigenetic mechanism of disease phenotypes.” 
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